Key indicators: single-crystal X-ray study; T = 150 K; mean (C-C) = 0.002 Å; R factor = 0.038; wR factor = 0.107; data-to-parameter ratio = 13.0.
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Data collection: CrystalClear (Rigaku, 2001 ); cell refinement: CrystalClear; data reduction: CrystalClear; program(s) used to solve structure: SIR2004 (Burla et al., 2005) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEPII (Johnson, 1976) and PLATON (Spek, 2009) ; software used to prepare material for publication: SHELXL97 and local programs. 
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Comment
The title compound is a potent non-steroidal anti-inflammatory agent, used to treat muscle inflammation and arthritis. Although the single-crystal structures of inclusion complexes between felbinac and both heptakis-(2,3,6-tri-O-methyl)-β-cyclodextrin and β-cyclodextrin have been published (Harata et al., 1992; Wang et al., 2009) , that of the pure compound has not been reported. The molecular structure is shown in Figure 1 . The expected H-bonded carboxylic acid dimers are formed, with O1···O2 distances of 2.6663 (13) Å. The dihedral angle between the two benzene rings is 27.01 (7)°. Hydrogen bonds between carboxylic acid groups of felbinac are disrupted in the published felbinac-cyclodextrin structures (Harata et al., 1992; Wang et al., 2009) . In the inclusion complex between felbinac and heptakis-(2,3,6-tri-O-methyl)-β-cyclodextrin (Harata et al., 1992) , no dimers are formed; in that between felbinac and β-cyclodextrin (Wang et al., 2009) , face-to-face π-π stackings form the basis for dimer formation. Hydrogen bonds between carboxylic acid groups of felbinac are disrupted in the complexes with tryptamine (Koshima et al., 1998) and 1,2-diphenylethylenediamine (Imai et al., 2007) due to ionic interactions with the amine functions.
Experimental
A solution of 2-(biphenyl-4-yl)acetic acid (15 mg ml -1 ) was prepared in diethylether. Subsequently, 15 ml of the solution was transferred into a clean crystallization dish (diameter 50 mm; height 35 mm). The vessel was partially covered with a plastic sheet and the solution was allowed to slowly evaporate overnight.
Refinement
The H atom bound to oxygen O2 was located in a difference Fourier map and refined freely with isotropic displacement parameters. Other H atoms were placed in calculated positions and treated as riding on their parent atoms with C-H = 0.95 Å (aromatic), 0.99 Å (aliphatic) and with Uiso(H) = 1.2Ueq(C). Figures   Fig. 1 . The molecular structure of the title compound, showing 50% probability displacement ellipsoids and the atomic numbering. H atoms are presented as small spheres of arbitrary radius.
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Crystal data Refinement. Outlier data were removed using a local program based on the method of Prince and Nicholson.
Refinement on F
2 for ALL reflections except for 0 with very negative F 2 or flagged by the user for potential systematic errors.
Weighted R-factors wR and all goodnesses of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for neg- 
